EETARFEA L 43

g X/ m B / B =R

9

W BiEfT 80800-211-819




B2 822747 F 4 BD Rhapsody P04

£RH Microwell i3l At @ Rim A mET R B - JRKEZERNRXR - EREHERER
i (TCR/BCR) FEFXE ' EHTEH TREEMENZEENT - BRNEMAREERE
M~ e RAINEIRE SOE M R B B LB o

B2 7E LS Parse Evercode P06

F) 1B 45 RY4E 5 1655 (Combinatorial Barcoding) #5247 » ¥ S (EANIEEITRERFREZDT o REELERA
FYaits  BREaEE - BRANEAM RNA EIF (scRNA-seq) * LUEITE AR B Al R R
RO MR AR B AIARRE o

HB#E 2R E (I F S TaKaRa Trekker PO8

X Slide-tags ZEREIERIGHEAT » MRAAASBF RARZINAZEER - BEBIFSEMRBITEN
ZE R REE L - M£5E cell-type deconvolution =¥ cell segmentation o SFAIRIERSE « EERHKE
25 ' RA™MME L& scRNA-seq 12 ' XIRECB A RMHEGEZEBEMMT - REZEAZHE
DHEMBRILE °

LRI F | I M2 4% NTA ZetaView Evolution Twin

FMAZRKIEHEDHT (Nanoparticle Tracking Analysis, NTA) £:4i7 * AR EEFE D HTHRKTERL ©
ALRAIZ2 TR F 10 nm Z 1000 nm SEERRIRIE D ~ BE - WAl DA NERHITRALT 3
FARSNMEE ~ ISR BRI R KED AR °
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MARARMRMARIE - ETAIPRE FI4 k=S (Cytometric Bead Array, CBA) &5 < BB
FIECRISHMIREER ENLE - B8 - RETRNFEERALERDAMTER (NMEA T ~ 81
K¥%E) - BEEAE/N - 2B8E - 2ERINES -

ZEIEE YA S Luminex® Intelliflex System

%ﬁ“ Luminex® B9 xMAP® £ » {EFRMERETTEEE « 2= (Multiplexing) £WE W& E°EJ7(_
—REFRRRATZEMBERT « 8tRF - EREI &R - EEE e MRS KNES

S BEERE DRI SMCXxPRO® Inmunoassay System

R E D ¥ 512 (Single Molecule Counting, SMC™) #5247 » BIR¥AEWIZCWE S BHENTESR
BEA(ERIEI R (pM) EERER (M) RAINEEEBEZRAF - TEANBIRRD BT ZEYEN

B o

BEHELBRNZEFREMTFEAS MSD Quickplex SQ120

ENEB(LEEE (ECL) £l - RS EHE - LERAEN DT - IEBEMFLTRRFITEER
TREAERT - BR(CEANEY RS - BREEZNBRBEMNETREIE

DNFZHERAIE R4 Sartorius Octet R8

FAAEMIET S (Bio-Layer Interferometry, BLI) #1f7 » BIEF ~ iR Bl E 0 FREMNE S EINER
MDD - TEARMEHE - E0E - SEREXERE - 2 TEEY S FTRNEEERARE
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BD Rhapsody

B Microwell £4i7 : 2RURTHE - B/~ HigSARAS

B ERE  EFYEEEIET-EREARER

W ZRER | R SE scRNA-Seq  scATAC-seq 5 TCR/BCR | :
W ZEUEHS | AbSeq B2 OMICS-One Panels B A FIRRITEREEH®RE — — e
B SMK Efk : LEAREREFE  BAERSST BT

B HEL QC : E—RRITERE » BLEREEFKAK

B EHHT - 24 Seven Bridges EAE2 Cellismo #ife

BD Rhapsody System Workflow n

<« p q "'\\
~— = Microwell | m (
. / mRNA
Barcoded bead . | Barcoded bead
Cell ]

Pair ONE cell with —> Lyse cell to hybridize —)  Retrievebeads —pp SynthesizecDNA —pp  Sequence and construct
ONE barcoded bead mRNA onto barcoded single cell gene
in microwell capture oligos on bead expression profiles

BEXBRBR AN LSRR
me—EDRS126 QC MEBMITA - LEAEEE

[ sample QC J
- FHEEEREREEE
- SRR TR « BRI R ERCE S

Jurkat
A —.

+ BD Rhapsody Express BiBEKE _FRRL

SEERA 1,000-40,000 BEAIEE == iy KX
- BD Rhapsody HT Xpress /\ii £ EAE 74t . ﬁ_“ HIHE
SEEXIESZS 40 EESE AR & [

BD Rhapsody Publications

1. A distinct stimulatory cDC1 subpopulation amplifies CD8+ T cell responses in tumors for protective anti-cancer
immunity. Cancer Cell. 2023 41, 1498-1515

2. BTG1 mutation yields supercompetitive B cells primed for malignant transformation Science. 2023 20; 379(6629):
eabj7412.

A BD
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A complete single-cell multiomics solution from your
trusted partner in flow cytometry
From reagents required for cell multiplexing and staining to assays and bioinformatics tools,

streamlined protocols and technical support, BD provides the tools you need to accelerate your
discoveries using single-cell multiomic analysis.

iz
7
il
¥
PAN
[=)
v3]
O
Py
>
[
el
(2]
o
Q.
<

Sample Collection Cell Staining Data Analysis
and Preservation Large portfolio of high-quality reagents Intuitive and scalable
BD Vacutainer® including pre-titrated, high quality BD® data analysis with BD
Tubes for cell and AbSeq Antibody-Oligo Conjugates and Rhapsody™ Analysis
biomarker preservation BDC Single-Cell Multiplexing Kits Pipelines and
SeqGeq™ Software
Sample Preparation Instrumentation
BD Horizon™ Dri Tumor and Tissue Powerful microwell based
Dissociation Reagent (TTDR) for technology for isolation and
gentle and effective dissociation multitier barcoding of
maintaining surface epitopes cells and nuclei

Assays and Reagents
Complete portfolio of reagents to support
multiomic analyses from single-cell
barcoding to sequencing ready libraries

Targeted RNA-Seq/Whole Antigen Specific

Sample Multiplexin
P P g T Cell Identification

Transcriptome Amplification

) ) ATAC-seq
Analysis Analysis

Protein Expression TCR/BCR Repertoire @

Optimized reagents and dedicated expertise

BD Rhapsody™ System reagents are designed and validated to work together so researchers can focus on addressing
biological questions rather than spending time on removing technical hurdles to multiomic analyses.

BD® AbSeq Assays use the same antibodies that have been well studied in flow cytometry, allowing researchers to
establish ground-truth and rapidly extend understanding of biological systems.

We continue to expand the breadth of our assay and reagent portfolio to support novel multiomic analyses. Our
knowledgeable and dedicated, customer service team is available to provide assistance on all aspects of multiomic
analyses.

BD H
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EERAT TR
Parse Evercode

Four
advantages

Scalable

BRI TSR - EENEARMEAE
RRNEAHE  KRBREERE

High Sensivity

ERBEERKRIR - BRIRE RNA SR
ERRERR - B EERNEMREIR

Complete Solution

No Instrument Required

EARRIBE A TR » ABEBRFNERER

Exi - ERRESENWREES

Powered by Fixation

BARLEE @ BINEREEN - BLRHE
FIER » HEBIENEAMSE

EVERYTHING NEEDED FOR SINGLE CELL SEQUENCING

Barcoding &
Library Prep

Fixation

Attach a unique barcode
within each cell

Fix samples on
your schedule

—~ PARSE
== GB|0SCIENCES

Trailmaker
Data Analysis

Sequencing

Fit for all platform
Oxford N: ~ ULTIMA
D oo™ YR 4ldcs
5 Element 79 sincuLar
WJ Diosciences SENONICS:

Completed
GENOMICS

Transform FASTQs into
publishable figures

illumina
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Evercode Combinatorial Barcoding
Barcodes
Genes 123 4
Gene A cei-E-
Gene B el - Cell1
Gene € emmiii--m
Gene A —r-mm-m
Gene B e im-um—m Cell2
Gene D e -1
Gene [ e——im-um-am—m
Gene F - e—im-m-u-am Cell3
Gene G e——imHu-m-—
96 x 96 x 96 x 16 = >14 Million Total Barcodes
The revolutionary combinatorial barcoding approach enables
unprecedented scale and accuracy in single-cell analysis through
systematic barcode assignment across multiple rounds.
From small pilot studies to massive population-level analyses.
Easy-to-Use Whole Transcriptome (WT) Kits High Throughput Services
WT Mini WT Mini WT Mega WT Penta GigalLab
<10k cells 10k-100Kk cells  100k-1M cells 1M -5M celis 10M-1B+ celis
1-12 samples 1-48 samples 1-384 samples 1-384 samples 1-1,000+ samples
Whole Transcriptome
Comprehensive gene expression profiling across all cell types
WT Mini
Perfect for pilot studies and method optimization
Immune Profiling series
I‘QVTH s e - Evercode” TCR : 247 T #4188
eal Tor stanaard researcn application i
PP - Evercode” BCR : 47 B ,.\HEH’FE FRe

WT Mega

Built for population-scale studies
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RGeS
TaKaRa Trekker

Trekker B EIFRY
BT RER A E

% (Mechanism)

i PR AR 5
(Nuclei Barcoding)

MmIEEEREEE L
1#H%E mRNA

£AE (Performance)

FEEER{EHRAY Bead-
( based #%fiij - Slide-tags
B3k T mRNA HEBIRT2E
IR EWRVMARE R
AERERAEISE

A Trekker {ZZF B _F SR EMAER
o] 421281 E snRNA-seq REETREERTRF

Handshake
sequence

Spatial barcode

Photo-cleavable _,

Linker .

BAEET R
BLHYZ Trekker
IR L

DAZE R %A%
RRCAHRR

)

(@ TakaRa

Clontech TakaRa cellartis
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BIFRERRERE
EFARERERE | DE
hEAEMEE L

SIRZEEER
— 528k WTA/ ATAC-seq /
VDJ'Seq gl"‘ﬁ

+%i
l@-

BESZH —/\FiRiz t HEEYEM
—NERIETRAR \f RIEIE /S 1 S
BB SEIWRESRR

BENERREFRE

HEANEE / ZEZBRE Trekker Tile
10x Chromium 3' RNA, v3.1, v4 Trekker U
Spatial 3' gene expression BD Rhapsody WTA Trekker U
lllumina Single Cell 3' RNA Prep Trekker U
Parse Evercode WT v3 Trekker Q
Spatial 5' gene expression | 10x Genomics Universal 5' Gene Expression Trekker 5C

Spatial immune profiling BD Rhapsody Single—-Cell TCR/BCR Next and mRNA Whole Transcriptome Analysis Trekker U
BD Rhapsody Single—Cell ATAC-Seq and mRNA Whole Transcriptome Analysis Trekker U
10x Genomics Epi Multiome ATAC + Gene Expression Trekker U

Spatial epigenomics

Spatial gene expression of

) 10x Single Cell Flex Multiplex with Feature Barcoding Trekker FX
FFPE tissues

From UMAP To Spatial Map

No Deconvolution

No Segmentation 7
No Specialized Instruments Py taanse 54
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(@ TakaRa E

Clontech TaaRa cellartis



FRHMLTF | BIARH: 7*
NTA ZetaView Evolution Twin S5

ZetaView® Evolution
Your Solution

RGENTREFER SRS (NTA)
BRERRRTONSERTH

UIM} UOIINJOAS MBIABIDZ VAN SFINZHD kI / HEE kS

“ & #h 22 fEw A R i &8 6 EiRAIRETE
h BEE R EE 2R @R RIARBES NTA EE&
STEMIREBATER FHAI NTA FiEE M RiR T
R ER S Al BHEIEE f& A 43R
1 DEER RRERS 4 10 ~ 1000 nm &
FRDRE ~ RECEIR BERK * B MEHRREUR A S B 5
=IfEA (F-NTA) HEMZBL DM (C-NTA) EHEE AR
REZE 4 ES 11 BEN BRNT RN BRAAIETEL
ZEENARKRF BRI B2 0.22 yL AFTBHRIF
Size Fluorescence Colocalization Zeta Potential Concentration

o
® ) [ X3 -+ °
. /,\\\ = o ®

. [
10 PARTICLE
METRIX
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Exosome
M LEBTRTA

B EHMEIEERE BE BB (RFOREEME )

W K77E 110 ~ 1000 nm AN FEIE - ARBRZAR

W2 10°- 10° Bk /mL

B Zeta i - T{EEE -500mV £ +500mV

B YRR KT  ShbEE ~ S ~ EEEE ~ Magnetosomes &5

B SRREIZKRY - RKIRE « RKE - LNP » KRB ~ BBEKATE

HEMEF S (C-NTA) ZIpREfEA - BEMLET

LELNTEL  DPTEYBBYUEXREIRT HTHREREE ZetaSphere BER EEIEAVIR(E -
*\7/{% N /)%ﬁ Hﬁ 'f\/ N .—&t,fé ﬁ| ﬁ@?%f'ﬁ

UIM} UON|OAS MBINBISZ VLN SpNShDekil / ik

P N
nnnnnn éﬁ%
) = o . #mef’v
Verification of Verification of

Drug Loading Efficiency Double Biomarker

%A sCMOS E&RH - BITEBEE EE2HAN  REEBAR

BRI RRRE
<20 AF488 molecules (10 binding sides)

150 AF488 100 AF488 50 AF488 40 AF488 30 AF488 20 AF488

ZataView’
Evolution
ZataView"

x30

1. FRCRIBRTE IR + IRE
2. FRRIARFEFIE + IRE + REM

T EABECAORIARTES » BUDBEE - IWEEAREIR

EE
IRFBEAR

s°e

%

PARTICLE
METRIX
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BD Cytometric Bead Array (CBA)

BD" Cytometric Bead Array (CBA) £:1fi5E
BE AR ERRTE

ERiEE
B SR ERE -
BB ERATER -
W REREME -
B ZE5REE I?&L :
B AR

R3E

FE——RIS ~ M5 ~ A%
EWBAZEONTY

{255 20-50 L K BERETE - BUHER
MIERETER » &S

EHA

—i&
— gk

—RBEnS 5 Blm TJ:%E%HX%Z%
e

£ JrHiu JrEu

A
al
N\

ki)

IER=

R EFETEELEENT  REZABELTRA 30 EERE
i

ANRIZAY 3-4 /NEFENEISER » BR1EHE ELISA KR ERE fIE A
IR ! AFC FCAParray DITEEE » 49 5 D BRI e B DT e S R

CBA EERAMAX/NER » EXREARNBFEE—MHHIFEERDNINEE (capture antibody) AI#Ek »
RFABEARENETED » B PE &5¢H182 (Detection antibody) fEF1% » (@ ATZE M 7 2o AR AL 2 3R (8081 %

TEIMERPT IR PE 134

EQBEERE -
€
it 2 Sample

5

YR (MFI) » AAEABIRZERATSEIR PE P&

PE- Detectlon antibody

a:;g,__#

Capture antibody beads

INCUBATE ACQUIRE

ELISA vs BD CBA L&

CBA Flex Set

JOREUEE AT B A ERY

BD/CBA

ANALYZE

Enhanced sensitivity BD CBA Flex Set BD CBA Kit
(EEBEE ~ TIME 5 &K ORI R3E -p B P
5 HBE 10 R E BEIRE RBFHMR @ fEfE » AFJFE—R
100 pL L E FEEAR 25-50 L QO s
£ 96-well plate AR @ A 96-well plate 3% Tube ST
Plate Reader EfEer 2-Laser Flow Cytometry | 2-Laser Flow Cytometry | 1-Laser Flow Cytometry
1.6 ~62.5 pg/mL BEHRE @ <1.0 pg/mL 1-10 pg/mL 1-10 pg/mL

BD

* BEYEKENRHNYAREERE
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o BABREETR ~ BAERA - filan * BREZNREEME - BRARE - IENESE > EEATEREARE

BEMNERREAD TS EA MR B~ ARRThRE AT K » R B ART7 )5 Al se R R Z AR
R BV EDR o AT ERBENEE TS 1R EFH i #E Enhanced sensitivity CBA
e All-in-one ’ K—EEET%@BE{@EI@U ﬁ&ﬁﬁqgﬁllég/ﬁl%g+ ’ %%ﬂ%@ﬁ Flex set
o BEREEENEBRBEANNE % 30 & beads o AMEEIERIAT <1.0 pg/mL > AKX A]
# > mZ AR 7 7 cytokine « ARNEE AL ~ NERARBEAMHK =RIE] 0.274 pg/mL NEHERE
« ANEE AR ~ NEHMAE - = BERATFRERAF « AJEABRNBEE TS  BHFERS
BEAF IR EMHEA/NR e EER * /BIEECHE master buffer HEMERET - REABRE 117
&5 o MINAARETE 2-laser AL beads
o MAAIMREETRZE 1-laser #4Y (488 nm + 640/633 nm laser) * AEECEE master buffer
(488 nm laser) o MAAIIRETRE 2-laser #E!
(488 nm + 640/633 nm laser)
Cat. No. Description contents Size
561418 Human Anaphylatoxin Kit C4a, C3a, Cha 80 Tests
552990 Human Chemokine Kit IL-8, RANTES, MIG, MCP-1, IP-10 80 Tests
551811 Human Inflammatory Cytokine Kit IL-8, IL-1b, IL-6, IL-10, TNF, IL-12p70 80 Tests
550749 Human Th1/Th2 Cytokine Kit IL-2, IL-4, IL-5, IL-10, TNF, IFN- 71 80 Tests
551809 Human Th1/Th2 Cytokine Kit Il IL-2, IL-4, IL-6, IL-10, TNF, IFN- 7 80 Tests
560484 Human Th1/Th2/Th17 Kit IL-2, IL-4, IL-6, IL-10, TNF, IFN-7, IL-17A 80 Tests
Cat. No. Description contents Size
551287 Mouse Th1/Th2 Cytokine Kit IL-2, IL-4, IL-5, IFN- 7, TNF 80 Tests
560485 Mouse Th1/Th2/Th17 Kit IL-2, IL-4, IL-6, IFN- 7, TNF, IL-17A, IL-10 80 Tests
552364 Mouse Inflammation Kit IL-6, IL-10, MCP-1, IFN- 7, TNF, IL-12p70 80 Tests
) ) ) Heavy and light chain isotypes of IgG1, 1gG2,
550026 Mouse Immunoglobulin Isotyping Kit 100 Tests
1gG2b, IgG3, IgA, IgM, IgE

*Mouse Immunoglobulin Isotyping Kit &E N @ FEEE

BD Accuri’ C6 Plus Flow Cytometer ~ BD Accuri C6 Plus Software

RS BFEE RELTF
RIRFEERGER

- TEEC R B BRARAR - ¢

BD Accuri'C6 Plus

Collect

A \ B Csampler” Plus
.

OOOEE EAE »
e
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2 BENERITA
Luminex® Intelliflex System

WERS | SEAN | BRZEME KL

B ZE04 | AARRE—ERRTP - &ZET 15 BERITDDM

W 2% | AEMEEA (25 uL) BIArE T{E8]

W ENR KR EREEREEANENY) - ERIZRSERN pre-mixed panel
W ERERE S ¢ IRAE Serum Matrix EEE SEME @ E(EHBUEE &k

W &2 SHEERELAREAR  HAERE - RN/

W 7R 24t QC (Quality control) B2 5B 5 MIZ

B A - MECBEARYRERY REAR » E—4S

W =AEEE - AIER 2 5.5 logs

W 433774 21 CFR Part 11 3R:B1Z#

MILLIPLEX® xMAP® multiplex assays & — @ REREZ(E B A ITHIRITT7% » EERA Luminex® AT 7E 1997
FERFEE AR Luminex® xMAP® technology P4 B SUERYRT o

=R

HETRF RS NR R4 RIE R R o ELISA 53188 coating FEEIREAVAE T L ; T MILLIPLEX® &I
EAFIUEE coating FEMER L+ EARILBIRIALL  BASNARBEENRBETES - BAALIES
500 AR [FIRYHER (color-code) « F—ERRIMIMER Al L E— MBI EER NN » KSR D PR
EEH  SR1EBEZSE Biotin AY Detection antibody /E » &N SAPE (Streptavidin Phycoerythrin) & ¢
MBERFE » L Luminex® #2337 -

Rt » MILLIPLEX® AT LUZEI7E R —1E well FRRIBFE M E £ 2 BE A MZRI (Multiplex) © MILLIPLEX® #9
EWES  MEHEEEMNRREEEIEBRRNEIERER -

Capture Detect Label Read on
protein captured protein with SAPE Lumine®

Sample Antibody conjugated Antibody conjugated Antibody conjugated
beads beads beads
&% &
. s s . AL A .
*e*’%e . sAAL Al A
L& o s & 27
- L B e € » %’_‘ Y ‘1?,‘ - * ;,é)
Antibody conjugated ‘ . ) o\ '\-& . ’%3
beads A Vi . 2 %)
?. ﬁ;' v, X ca‘é&_. & & 'a,‘i 5
Biotinylated detection v o & ‘/“* ‘;' Y]
antibody Streptavidin-SE (SAPE)
X< 33Ty e
" o~ 3 A € ;
: : : )
¢ Incubate ¢ Incubate ¢ Incubate

¢ for 30 min ©  for 30 min

MERRCK
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Panel for multiplex assay

%

Al
g
1. Cytokine/Growth factor c
MILLIPLEX® PLEXpedition Screening Panel #HPLX1-115SP g
MILLIPLEX® Human Cytokine/Chemokine/Growth Factor Panel A #HCYTA-60K e
MILLIPLEX® Human Cytokine/Chemokine/Growth Factor Panel B #HCYTB-60K =1
MILLIPLEX® Mouse High Sensitivity T Cell Panel #MHSTCMAG-70K c__%
MILLIPLEX® Mouse Cytokine Expansion Panel 1 #MCYT1-190K ‘E
MILLIPLEX® Rat Cytokine/Chemokine Panel #RECYTMAG-65K 2
MILLIPLEX® Porcine Cytokine/Chemokine Panel #PCYTMAG-23K &
MILLIPLEX® Multi-Species TGFR Panel #TGFBMAG-64K-03 3
MILLIPLEX® Multi-Species Hormone Panel #MSHMAG-21K

2. Metabolism/Endocrinology

MILLIPLEX® Human Metabolic Hormone V3 #HMH3-34K
MILLIPLEX® Human Adipokine Panel | #HADK1MAG-61K
MILLIPLEX® Human Myokine Panel #HMYOMAG-56K
MILLIPLEX® Rat Thyroid Panel #RTHYMAG-30K

3. Cardiovascular

MILLIPLEX® Human Cardiovascular Disease Panel | #HCVD1MAG-67K
MILLIPLEX® Human Cardiovascular Disease Panel Il #HCVD2MAG-67K
4. Cancer

MILLIPLEX® Human Immuno-Oncology Checkpoint Protein Panel | #HCKP1-11K
MILLIPLEX® Human Immuno-Oncology Checkpoint Protein Panel II #HCKP2-11K
MILLIPLEX® Human Exosome Characterization Panel #HEXSM-170K
MILLIPLEX® Human Angiogenesis Panel | #HAGP1MAG-12K
MILLIPLEX® Human Angiogenesis Panel II #HANG2MAG-12K

5. Neuroscience

MILLIPLEX® Human Neurodegenerative Disease Panel IlI #HNDG3MAG-36K

MILLIPLEX® Human Neurodegenerative Disease Panel | #HNDG1MAG-36K
6. Toxicity

MILLIPLEX® Human Kidney Injury Panel II #HKI2MAG-99K

MILLIPLEX® Human Kidney Injury Panel | #HKITMAG-99K

MERRUK



SEEREANTRG
SMCxPRO® Immunoassay System

B FialE FEphERER

B =/5;Lt (Signal to noise ratio)
B BREAT A ERERE
B SE50E © a8 fg/mL X337 - 557 ELISA 1,000 &
B RHEHREREENE XA LIRS
W &8 600 7EHLEZAHET (antibody pair) 5255
M 4-5 log dynamic range
B #3575 A 21 CFR Part 11 585122

smmmm%&mbMMwb&mmm B ¥R BRI E TR & B A IR 55 iR B 15 B SRR M T i
fir o FIFAE S BRAEEN 384 ILBPNEBEARLAT  EXRERTHEBEDFEFHBEQETEE » HIt
ELISA 12 71000{*E’J¢£=%E&F BORISEE - HEAREAPRERENER/D FETRIMAT - 7]
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EBIRREKF (fg/mL) MBFEZRRENRRY ~ BEAEAERENMNE(ENERRBBENED T - IRE
REME— D IRFYEL B 12 biomarker 7E(2FE ~ BER B EBRERDHIMELR(L - AIMAZEYIIT « FFERK
SHRREVRSHF TS -

Small Molecule Counting (SMCxPRO®) Technology

STANDARD PROPRIETARY

WA N A .

% ® ®ee®e oo ® ® s 7
. """""" = r
% YY YY YY o
Analyte of Interest in Capture on e Detect Elute Quantify
Solution Plate or Bead Complex is chemically Samplg fl ws past laser;
broken apart detection tags counted

Interrogation space in Rotating objective moves laser spot at Digital counting of molecules as they
SMCxPro® System 50mmy/sec in a helical pattern through pass through interrogation space: Low
eluted analyte to scan. level background “thresholded” out

Approx. 30sec scan time per well

SMCxPRO® =8IV R 2 L sandwich ELISA &R - IEECEIBAEA elution £ 5 - AIIERR A & 2RI
ERMBRESY LAEBETR - REENSIERNE THENELD TAR )  MIFEBBRBRANHIZRE
G o GRARENERONR  EFARSBREBERENENERLRE  BEEEALX) FEBFTAR
BEF - ZEA—ERIIVLASE - R ENRFREELMSE  TERET R JEETEAATES
BAVEEDTHE - BERY BRZMAEENARTE  FTEREBRIIBERENSGE 28
ERENENEDN - EFESANHLERE GBS EYFHERT » BBLRBENBMELIEEEDITH
EHBHIRE o

B MERRCK
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P28 BRAE

Alzheimer's disease

IRANERY
Amyloid beta 1 40
#03-0145-00

Amyloid beta 42
#03-0146-00

T-Tau
#03-0185-00

p-42Tau (T181)

S

FEMZOSRRERNIMFH » EREENK
EREEHENES @ BEERERE
BH (EERAENDRTD ) RERE -

AR B #03-0184-00
Neuroscience p-Tau217
#03-0210-00
T-a-synuclein SRR A AR TR AR AR L MR
#03-0196-00 mZ— * a- =B EH (a-synuclein)
ISR EKE p-a-synuclein (8129) ERWMESHRKESEENEREL ' ©
Parkinson's disease (PD) #03-0188-00 SIS RREERE (BR
UCHLA Eﬁ%ﬁsﬁfﬁf Lew;i bodies) + EMEKZE
403.0183.00 BERAETERIBET ©
LSS ER | 22 B2 ONESE
s DBANESEA | (Troponin, Tn) DL Tl (AMI) B9B122E o BOFARSERT -
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Wide dynamic range Accuracy of Spiked Samples
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Panels Assays

IFN- 7, IL-1 8, IL-2, IL-4, IL-6, IL-8, IL-10, IL-12p70, IL-13, TNF-a, GM-CSF, IL-1 ¢,
IL-5, IL-7, IL-12/23p40, IL-15, IL-16, IL-17A, TNF- B8, VEGF, Eotaxin, MIP-

1B ,Eotaxin-3, TARC, IP-10, MIP-1 e, IL-8 (HA*), MCP-1, MDC, MCP-4, VEGF-
C,VEGF-D, Tie-2, Fit-1, PIGF, bFGF, SAA, CRP, VCAM-1, ICAM-1

V-PLEX Angiogenesis Panel 1 (human) VEGF, VEGF-C, VEGF-D, Tie-2, Flt-1, PIGF, bFGF

V-PLEX Vascular Injury Panel 2 (human) | SAA, CRP, VCAM-1, ICAM-1

V-PLEX Proinfl ammatory Panel 1 (human) | IFN-7, IL-1 8, IL-2, IL-4, IL-6, IL-8, IL-10, IL-12p70, IL-13, TNF- &

V-PLEX Cytokine Panel 1 (human) GM-CSF, IL-1 e, IL-5, IL-7, IL-12/23p40, IL-15, IL-16, IL-17A, TNF- 8, VEGF

V-PLEX Chemokine Panel 1 (human) Eotaxin, MIP-1 8, Eotaxin-3, TARC, IP-10, MIP-1 e, IL-8 (HA*), MCP-1, MDC, MCP-4

V-PLEX Human Biomarker 40-Plex

* High Abundance (This assay quantitates high levels of IL-8.)
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